Key indicators: single-crystal X-ray study; T = 302 K; mean (C-C) = 0.006 Å; disorder in main residue; R factor = 0.058; wR factor = 0.150; data-to-parameter ratio = 10.4.
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been obtained by the reaction of hydroxymethyl-1H-benzimidazole with 4-tert-butilbenzolsulfochlorid in the presence of triethylamine (Abdireimov et al., 2010; see also Fig. 1) , where occurs deformylation of oxymethyl groups. The structure of the final product was investigated by 1 H NMR-spectroscopy and X-ray diffraction.
The molecule (Fig. 2 ) consist of two flat fragments -benzimidazolic (N1/C2/N3/C3A-C7A) and benzolic (C8-C13) (r.m.s. deviation = 0.0082 and 0.0017 Å) ones, which form a dihedral angle of 84.1 (1)°. All bond lengths and angles are normal and comparable with those in related structures (Rashid et al., 2006 (Rashid et al., , 2007 . The tert-butyl group was rotationally disordered over two orientations with occupancies refined to 0.51 (2) and 0.49 (2), respectively.
In the crystal structure, weak intermolecular C-H···O hydrogen bonds (Table 1) 
Experimental
To three-necked flask supplied with a mixer, containing solution of 2.32 g (10 mmol) 4-tert-butilbenzolsulfochloride in 15 ml acetone is added mixture of 1.48 g (10 mmol) 1-hydroxymethyl-1Hbenzimidazole and 1.01 g (10 mmol) triethylamine in 30 ml of acetone. The reaction mixture is mixed at room temperature for 4 h and acetone is evaporated. The rest of mass is washed by 100 ml of water and filtered, and recrystallized from benzine and received 2.61 g (76%) of title compound, m.p. 395-396 K.
The colorless crystals suitable for x-ray analysis have been grown from absolutized ethanol at room temperature. 
Refinement
The C15, C16 and C17 methyl carbon atoms of a tert-butyl group were treated as rotationally disordered over two orientations with site occupancy factors refined to 0.51 (2) and 0.49 (2), respectively. All H atoms were positioned geometrically and treated as riding atoms, with C-H distances of 0.96 Å for CH 3 , 0.93 Å for C ar and included in the refinement in a riding motion approximation, with U iso =1.2U eq (C) or U iso =1.5U eq (C) for methyl H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Occ. (<1) S1 0.15656 (9) 0.56256 (13) 0.30146 (7) 0.0817 (4) O1-S1-O2 122.0 (2) C13-C12-H12A 119.2 O1-S1-N1 106.03 (18) C11-C12-H12A 119.2 O2-S1-N1 104.21 (19) C8-C13-C12 119.4 (3) O1-S1-C8 109.00 (19) C8-C13-H13A 120.3 O2-S1-C8 108.89 (18) C12-C13-H13A 120.3 N1-S1-C8 105.39 ( 
